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Haematopoietic stem-cell transplantation (HSCT) can offer a curative intervention for children with 
haematological malignancies, which forms up to 40% of all childhood cancers and non-malignant 
disorders that are otherwise uncurable. However, HSCT is hindered by many risks, specifically graft-
versus-host disease GvHD. GvHD varies from mild to almost 90% fatal in its acute form, with a high 
overall incidence of >50%. The underlying cause of aGvHD can be attributed to several factors 
conspiring to initiate an uncontrolled donor immune response mediated by the migration of 
cytotoxic donor T-cells to the host tissue, targeting it and causing tissue damage.  Some studies have 
shown improved immune reconstitution and GvHD prevention by the transfusion of donor 
regulatory T-cells (Tregs). Alas, such an approach is challenged by the low abundance of Tregs and 
their instability. A plethora of studies on inflammatory conditions has shown that the presence of a 
collective of gut microbiome bacterial taxa plays a role in the modulation of the host inflammatory 
response via their metabolites affecting the tissue infiltration of Tregs and their stability.   
Prior to conditioning therapy, a course of broad-spectrum antibiotics is given to decontaminate the 

gut. However, this is not a standardised practice. Some centres would alternatively provide targeted 

antibiotic treatment, while others do not do have it as a standard procedure. In this meta-analysis, 

we examine the literature investigating the role of the gut microbiome, including interventional 

studies such as faecal microbiome transplantation (FMT) and the correlation between gut 

decontamination of the outcome of HSCT terms of GvHD focusing on paediatric cohorts. This study 

aims to collect the current evidence of the role played by the gut microbiome in GvHD in children 

undergoing GvHD and form a starting point for further studies revising gut decontamination before 

HSCT, as children have a different gut micobiome. 

 

 


